Mimer: A scientific data management solution

...and how to (semi)-automate analysis of structured datasets in JMP
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Mimer

« Mimer is an in-house developed Microsoft
Azure / Databricks cloud-based scientific
data management solution

- A tradition at Symphogen is to name our
systems according to Nordic mythology

«  Mimer was a giant renowned for his
knowledge and wisdom

- Mimer was beheaded during the Asir-Vanir
war

- The god Odin carried around Mimer's head ,
who recited secret knowledge and counsel
to him

- The English word 'memory’ is derived from
Mimer
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Mimer goals

{ Goal 1

e Reduce scientific data handling difficulty

( Goal 2

e [mprove scientific data quality

{ Monitor

* Time used on scientific data management
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Data flows in the CMC area

Organisational
area

Department

Scientific area

Workflow

Data source
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How a dataset is generated and saved to Mimer database

User interface

Metadata Parameters
B8 Tanaros

* . E“% jmp TR PARTRS

Observations 2] —> pq:park @ dqtabriCkS

TN ~ — — Minitab».
— S e e P
’ ; : nﬁ

N ‘ ——— @ > Bronze —e Silver —ed Gold

| B A . | | |
. G " Pyssgirk Pyssgaer Pyssgirk .32;;
; A A A i

¥/ u u w {l) Power BI
Upload Data bularized d I d dd Analysis and
ploa T Tabularizeddata = . . . . | Cleandata, = . . . .. . . Aggregated data reporting

Data Quality >
< Traceability

\(ngphogen SERV,ER}'r

ervier Company




Simplicity is key
e One JMP addin for all scientific areas

JMP addin handles data from Mimer »  One button to get your dataset

» User-specified, dynamically generated structured
datasets

« Automated visualization and basic analysis

MIMFMR
Database

» Workflow id(s)
structured data

 Structured dataset

9
» Basic analysis (scripts) ’
« Basis for advanced predictive modelling (scientist) j p

Addin
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Dynamically generated datasets via JMP addin

Meta-analysis made easier f N
Z workflow_id;
i=1

User interface

Metadata Parameters metadata
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Getling data from Mimer into JMP

/2t IMP Home Window - JMP Pro
File Tables DOE Analyze Graph Tomsllm I
Lg ] L_: Quality by Design LH
%% Add-In Manager
Data Analysis Director
Miflheirm
F_-"%lvicell_ H#I Enhanced Sankey Plot (E)

Recent Fil

Filter (Cirl

Analyse Columns

B Input Mimer workflow,_id(s) *
Separate multiple workflows with a comma ()

workflow_id:
16cdd8c5-eaTe-485e-befd-eccIb2 537516, 102022398-/007-4870-
Odff-0651177 171

QK || Cancel

N\Y
\(sgmphogen

a Servier Company

=

B Sclect data sources > |

[ ] ambr15_audit_trail
[ ] ambr15_simea

[ ] ambr250

[ ] bioprofile_flex2

[ ] cedex_bioht

[ ] inoculation

[ wicell_xr

| Select all || Clearall |

Additicnal options:
[ ] Import DoE design file (jmp)

| 0] || Cancel |

Success!

The following actions were taken in 195.4 s incl. user
handling)

1. Data was imported from Mimer

2. Routine analyses were performed on the data

3: Data was saved in your Documents folder

Workflows in this dataset
{"16cdd8c5-eaTe-485e-bebb-ecc3b233516", 1020230981007 -
487 b-9dff-06511771b71"}

Data sources in this dataset
{"ambr15_audit_trail", "ambrl5_simca", "ambr2 50",
"bicprofile_flex2", "cedex_bicht", " vicell_xr'}

incculation

Find your data here:
$DOCUMENTS Mimer\16cdd8c5-ea7e-485e-bebb-ecc3b253516
and more\2023-09-26 10-03

My results
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The full dataset is collected in a JMP project

pace - JMP Pro

File Edit Tables Rows Col h
e B Design |?| Crossfunctional links Data sources
:| concat_ambrl15_ambr250 *~ x

E%?%@@J?%+/b560;

b : n

chh data table is a data source with data concatenated across workflows

Open analyses

Workspace @DcE...sign L_'r,i-lmetadat...arameters L_'!,}lfb_f...mab ’__rpl ambrl...it_trail L_'-‘,)-lambr...imca @am...ESD L_'-‘,)-lbic:r:r..._ﬂexi L_'!,}lced...bicht ’F}lincc...ticn L_'!,}l'v"ce _xr ambr15_si...ph Builder @Su}:set...x_bicht* E—'r;l concat_a.mbr250° ] x| = DoE_desig...st Squares
E5] Subset of cedex_bioht* ’
- ~|concat_ambr15_ambr250 [ E7/0Cok = ; ; i
E—'r;lconcat_ambﬂS_amerSO* B S - = . . . . . . . cumulative_time . . . alr_sparge_flf]w_
4 E—'r;lD E deci ource - Source Table workflow_id sub_workflow_id data source_name  system_id sample_id id_type id timestamp _days delta_time_days = day | analysis_run_timestamp mL_per_min base_bolus g
;F_ELe"i”S :?ariﬂ:‘af:"der 1| ambr15_simca 16cddSc5-eated.. 16cddBeS-eaTed.. ambrl5 simea CU-011  CSK_001195005.. bioreactor_id 01 20-08-2023 1400... -0.88 .« A 29-08-2023 140000
e SAuarEs e ambri5_simca 16cdd8cS-eaTe-d,, 16cddBcS-eaTed, ambriSsimca  CU-011  CSK.001195095.. bioreactorid 01 29-08-2023 1410.. -0.85 001 -1 29-08-2023141000
5] metadata_and_parameters b Explore Missing Values
5} b_fbp m;b - el bl peaca daddlos lleiziddBc5-2a7 -4, ambrl5_simea CU-011 CSK_001195095... bkicreactor_id 01 20-08-202314:20... -0.84 0.01 -1 20-08-2023 14:20:00
: T . . d8c5-eave-d... ambrl5_simca CuU-011 CSK_001195095... bioreactor_id 01 29-08-2023 14:30... -0.84 0.01 -1 29-08-2023 14:30:00
5l ambr15_audit_trail d d - - -
4 EE) ambr15 simea Metadata an paran 1€terS |hscs-eored. ambrissima  CU0T1  CSK001195095.. bioreactorid 01  29-08-2023 T40.. -0.83 001 -1 29-08-2023144000
Graph_BuiIder 8c5-eaTe-d.. ambrl5_simeca CU-011 CSK_001195095... bkioreactor_id 01 20-08-202314:350... -0.82 0.01 -1 29-08-2023 14:50:00
F=l ambr250 7 ambr15_simca | 16cdd8c5-eaTed., 16cddB8c5-eaTe-d., ambrl5_simea CuU-011 CSK_00119 5095,  bkicreactor_id 01 20-08-202313:00... -0.82 0.01 -1 20-08-2023 15:00:00
¥l bioprofile_flex2 8 |ambr15_simca 16cdd8c5-eaTe-d.. 16cdd8c5-eaTe-d.. ambrl5_simca CuU-011 C5K_001195095...  bioreactor_id 01 29-08-2023 15:10... -0.81 0.01 -1 29-08-2023 15:10:00
E—'r;,lcedex_bioht 9 |ambri15_simca 16cddB8c5-eaTe-d.. 16cddBc5-eaTe-d.. ambrl5_simca CuU-011 CSK_001195095.. bioreactor_id 01 29-08-202315:20... -0.8 0.01 -1 29-08-2023 15:20:00
Eﬂinoculation I . . 10 ambr15_simca 16cddBc3-eaTe-d.. 16cdd8c5-eaTe-d.. ambrl3_simca CuU-011 CSK_001195095... bioreactor_id 01 20-08-202315:30... -08 0.01 -1 29-08-2023 153:30:00
—vicell_xr amirio_simca C Co-eale4., C Co-ea/e~s.. amirlo_simca - | i |oreactc>r_| — - te LN Ul B - — - A
Pl vicell Ana SIS Scrl ts 11 br15_si 16cddBc5-eaTed.. 16cdd8c5-eaTe4 brl5_si CU-011 CSK 001195095, ki id 01 20-08-2023 1540, 0.79 0.01 1 20-08-2023 154000
12 |ambr13_simca 16cdd8c5-eaTed.. 10cddB8c5-eaTe-d.. ambrl 3 _simca CuU-011 CSK_ 00119 5095...  bicreactor_id 01 20-08-2023 13:50... -0.78 0.01 -1 29-08-2023 13:50:00
v EContents ¥ | Columns (122/0) 13 ambri5_simca 16cdd8c5-eaTe-d.. 16cddBe5-2a7e-d.. ambrl5_simca Ccu-011 CSK_001195095.., bkicreactor_id 01 20-08-20231600... -0.77 0.01 -1 20-08-2022 1600:00
2 ambr15 audit trail jmp Q 14 | ambr15_simca 16cdd8c5-ea7e-d.. 16cddB8c5-eaTe-d.. ambrl5_simca CuU-011 CSK_001195095.. bioreactor_id 01 20-08-2023 16:10... -0.77 0.01 -1 209-08-2023 16:10:00 01
%ambrﬁ_simca_.jmp ik Scurce Table 15 |ambr15_simca 16cdd8c5-ea7ed.. 16cdd8c5-eave-d... ambrl 5 _simca CuU-011 CSK_001195095...  bioreactor_id 01 20-08-2023 16:20... -0.76 0.01 -1 29-08-2023 16:20:00 01
é\*ambr?jz).jmp th workflow_id ] 16 ambri5_simca 16cdd8c5-eaTe-d.. 16cddBe5-eaTed.. ambrl5_simca CU-011 CSK_001195095... bkioreactor_id 01 20-08-20231630... -0.75 0.01 -1 20-08-2023 163000 01
B bioprofile flex2 jmp :;“kt’—"“c"”"’"“—'d 17 |ambri5_simca 16cdd8c5-eaTed., 16cddScS-eaTe., ambrl 5 _simea CU-011  CSK 001195095, bioreactorid 01 29-08-2023 16:40.., -0.75 0.01 -1 29-08-2023 164000 0.1
B cedex_biohtjmp ‘5‘?5:;30?;&-"”& 18| ambri5_simca 16cdd8c5-eaTed... 16cddBe5-eaTed... ambrl5_simea CU-011  CSK_001195095.. bicreactorid 01 20-08-2023 1650.. -0.74 0.01 1 20-08-2023 16:50:00 01
?DoE_design.jmp ‘sgmple_id 19 |ambr15_simca 16cddB8c5-eaTe-d.. 16cdd8c5-eaTe-d.. ambrl5_simca CuU-011 CSK_001195095... bioreactor_id 01 29-08-2023 17:00... -0.73 0.01 -1 29-08-202317:00:00 01
¥ fb_fbp_mab.jmp ik id_type 20 | ambri5_simca 16cdd8c5-eale-d.. 16cddBc5-eaed.. ambrl5_simca Cu-011 CSK_001195095... bioreactor_id 01 29-08-202317:10... -0.73 0.01 -1 29-08-202317:10:00 0.1
%inoculation.jmp ihid 21 |ambri5_simca 16cdd8c5-eaTed.. 16cddBc5-eaTed.. ambrl5_simca CuU-011 CSK_001195095... bioreactor_id 01 20-08-202317:20... -0.72 0.01 -1 28-08-202317:20:00 01
?metadata_and_parameters.jr ‘t|mestan.1p . ambri5_simca 16cdd8c5-eaTe-d.. 16cddBc5-eave-d.. ambrl3_simca CuU-011 CSK_00119 5095...  bioreactor_id 01 29-08-2023 17:30... -0.71 0.01 -1 29-08-202317:30:00 01
B¥ vicellxrjmp :;i:’t“a”'t?;‘:ﬁf':-days ambr15_simca 16cdd8cS-eated.. 16cdd8cS-eaTed.. ambri3_simea CU-011  CSK.001195095.. bioreactorid 01  29-08-20231740.. -0.71 0.01 A 20-08-2023174000 01
A day - - ambri5_simca 16cddBc5-eave-d.. 16cddBc5-eaTe-d.. ambrl5_simca CuU-011 CSK_001195095.. bioreactor_id 01 29-08-202317:50... -0.7 0.01 -1 29-08-202317:50:00 0.1
e
d analysis_run_timestamp ambri5_simca 16cdd8c3-ea7e-d... 16cdd8c5-eave-d.. ambrl5_simca CuU-011 CSK_001195095...  bioreactor_id 01 29-08-2023 18:00... -0.69 0.01 -1 29-08-2023 18:00:00 01
A air_sparge_f..mL_per_min ambri5_simca 16cdd8c5-ea7e-d.. 16cddBc5-eave-d.. ambrli5_simca CuU-011 CSK_001195095... bioreactor_id 01 20-08-20221810... -0.68 0.01 -1 29-08-2022 181000 0.1
“base_bolus_g. ambri3_simca 16cdd8c3-ea7e-d.. 16cdd8c5-eaTed.. ambrl5_simca CuU-011 CSK_001195095... bioreactor_id 01 29-08-2023 18:20... -0.68 0.01 -1 29-08-2023 18:20:00 01
\( Data sources are virtual joined to metadata and parameters "
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JMP demo: Clone process parameter screening
A DoE experiment across ambr15 and ambr250 with data collected from Mimer

IO ——————

AMBR15 AMBR250
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